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Framework

¿How the resident spinal cord cells are activated to prodecue the
regeneating spinal cord and how they come to form the full
spectrum of neuronal cell types?

• Cell tracking experiments confirm that the radial glial cells are
the progenitor cell for spinal cord regenaration.

◦ This studies did not address how the progenitor cells produce the
vaious neuronal cell types during regeneration.

• Information for organizing the D/V pattering of the regenerating
spinal cord derives form the mature spinal cord.

◦ Factors (PAX7, PAX6) from spinal cord determine the patterning of
the surrounding tissues.
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Outline

• Growth of the regenerating spinal cord stems from a 500µm zone

• PAX7 and PAX6 mark dorsal and lateral domains in the axolotl
spinal cord but are absent from the terminal vesicle
• Single-cell lineage tracing experiments indicate that progenitors
can switch D/V domains during regeneration
• Cells in the terminal vesicle region can switch D/V domains
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Fig.1
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Table 1
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Fig.2
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Fig.3
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Table 2
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• 13/21 (62%) cell clones distributed along the A/P axis,
remaining close to the initial D/V domain of the parent cell

• 8/21 (38%) a cell started in a specific dorsal or ventral location
but gave rise to daughters that moved into other domains
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Fig.4
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Fig.5
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Fig.6
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Fig.7
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Table 3
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Fig.8
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Fig.9
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Fig.10
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Conclusions

• Dorsal/ventral identity and cell fate

• In vivo observations poiting toward a multipotent stem cell

• The terminal vesicle harbors distinctive cell and molecular
phenotypes, suggesting multipotency

• Contribution of spinal cord cells to tissues outside of the spinal
cord
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Thank you!
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